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R, 5240 EPRRSVIG AR T2

562 bp

1 PRRSV NSP2JK Bl RT-nPCRASM 7 ik R AL KI5 R
M. DL2000 DNA Marker; 1~104K X & 1.3x 10-
1~1.3 x 10-10pg/ . L cDNA PCREZ5 5
Fig.1 The result of sensitivity test for PRRSV RT-nPCR
M. DL2000 DNA Marker; 1--10. 1.3 x 10-1~1.3 x 10—
10pg/ p L of PRRSV ¢DNA respectively

2.3 PRRSV RT-nPCR#&ill /7 % B4 S
FH B4 57 89 7 32 % PRRSV SXXY/2013%k |
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CH-1RFEY 1 H1 T 649 bplly H Ay &7, 5 T 4671
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JITHEST 1 5 TR S

2000 bp
1000 bp

750 bp— 649 bp)
500 bp 562 bp|

250 bp

100 bp

B2 PRRSV NSP23#k FI R T-nPCRA 5 i 4% F ik iX I 4 R

M. DL2000 DNA Marker; 1~8.% #] % PRRSV
SXXY/2013% . PRRSV CH-1R#k ., CSFV . PEDV,
TGEV., PRV, PCV—-2, PPV RT-nPCR% X

Fig.2 The result of specialization test for PRRSV RT—
nPCR M. DL2000 DNA Marker; 1——8.the result of
PRRSV SXXY/2013,PRRSV CH-1R, CSFV, PEDV,
TGEV, PRV, PCV-2, PPV RT—nPCR respectively
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A3 3 55 MPRRSHA 7 PRRSV NSP2J& B 4] 25 R
M.DL2000 DNA Marker; 1~15.3F - J% 46 m)]
Fig.3 The result of detection PRRSV NSP2 gene from
some dubitable effected PRRSV tissue  M.DL2000 Marker;

1——15.the detection result of some tissue
31Tt
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PR KA E R, % R AR AR Y 1.5
pelfA%IR Ot . ZEFIF- 48 ST TR PRRSV I &S
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Establishment and Application of the RT—nPCR Differentiated
Diagnostic Techniques for PRRSV Classical and Variant strains

ZHU Xiao—fu
(Yizhi College of Agriculture and Forestry,Xianyang Vocational Technical College, Xianyang, Shaanxi 712046,China)

Abstract: [ Objective ] To establish a RT-nPCR diagnostic method to distinguish porcine reproductive and
respiratory virus classical and variants strains, PRRSV can be detected from tissue and serum to achieve the purpose
of rapid diagnosis. [ Method ] According PRRSV gene sequences published in GenBank, we designed and
synthesized two pairs of primers, through the establishment of methods, sensitive test, specificity test, detected
PRRSV from tissue and serum samples ,we tested the applicability of the method established by the RT-nPCR.

[ Result ] The results showed that the method limit of detection was 1.3 x 10-9 pg/ p L; and it was only amplified
target band from PRRSV ,classic strain CH-1R amplified 649bp bands and variant strain SXXY/2013 amplified
542bp bands, it can clearly distinguish after electrophoresis, but not amplified the target band from other reference
strains. From the 48 suspected tissues and serum can be directly detected in 31 samples were positive results.

[ Conclusion ] we established a high sensitivity, specificity RT-nPCR method, and it can be direct differentiate
PRRSV classic strains and variant strains from diseased tissues and serum.

Key words: porcine reproductive and respiratory syndrome; classical strains; variant strain; diagnostic methods
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